Key indicators: single-crystal X-ray study; T = 298 K; mean (C-C) = 0.004 Å; R factor = 0.043; wR factor = 0.128; data-to-parameter ratio = 18.2.
Experimental
Crystal data 228 parameters H-atom parameters constrained Á max = 0.51 e Å À3 Á min = À0.27 e Å À3 Table 1 Hydrogen-bond geometry (Å , ).
Cg1 and Cg2 are the centroids of the C1-C6 and C8-C13 rings, respectively. Symmetry codes: (i) x; Ày þ 3 2 ; z À 1 2 ; (ii) Àx; y þ 1 2 ; Àz þ 1 2 ; (iii) Àx þ 1; y À 1 2 ; Àz þ 1 2 .
Data collection: APEX2 (Bruker, 2004); cell refinement: APEX2; data reduction: SAINT-Plus (Bruker, 2004) ; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008); molecular graphics: ORTEP-3 (Farrugia, 1997); software used to prepare material for publication: SHELXL97 and PLATON (Spek, 2009 et al., 2000) . The title compound, Fig. 1 , forms a propeller-shaped structure with the tetrahedral carbon of the phenylmethyl moiety as the central hub and methoxybenzene and phenyl moieties as radiating blades. Short C-H···π contacts stabilize the structure, Table 1 .
In a dry 100 ml Erlenmeyer flask were placed benzaldehyde (10 mmol), 4-methoxythiophenol (10 mmol), iodine (15 mol %) and dichloromethane (DCM; 15 ml). The reaction mixture was stirred at room temperature for an hour. The reaction was monitored by TLC and after the completion of reaction the iodine utilized was removed from the product by treating it with aqueous sodium thiosulfate solution. The final product was extracted into DCM (2 x 20 ml). The crude reaction mixture was purified by column chromatography on silica gel using ethyl acetate/hexane as the eluents. Final yields: 93%; M.pt: 322 (1) °K. Suitable single crystals of the title compound were grown from its ethanol/tetrahydrofuran mixture (1:1).
Refinement
H atoms were placed in their geometrically expected positions and refined in the riding-model approximation [Csp 2 -H = 0.93 Å, C(methine)-H = 0.98 Å and C(methyl)-H = 0.96 Å, and with U iso (H) = 1.2U eq (parent) or 1.5U eq (C methyl )]. The torsion angles for the methyl group H atoms were set with reference to a local difference Fourier calculation. The reflection (100), truncated by the beam stop, was omitted during the final cycles of refinement. 
Computing details

Figure 1
A view of the title compound with non-H atoms shown with 30% probability ellipsoids. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
1-Methoxy-4-({[(4-methoxyphenyl)sulfanyl](phenyl)methyl}sulfanyl)benzene
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x y z U iso */U eq C1 0.28208 (12) Symmetry codes: (i) x, −y+3/2, z−1/2; (ii) −x, y+1/2, −z+1/2; (iii) −x+1, y−1/2, −z+1/2.
